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1. # A Real-Time PCR Software #: 4+ Setup &, TRV T LIATEE .

Expenment Menu <

Experiment Properties
Plate Setup

Run Method
Reaction Setup

Materials List

1.1. Experiment Properties % &
BT H T2 % Genotyping —»Tagman®Reagents —Standard —Include: Pre-PCR. Read

Amplification. Post-PCR Read
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What type of experiment do you want to set up?

[ Quantitation - Standard Curve ] [ Quantitation - Relative Standard Curve ] [ Quantitation - Comparative Ct (AACT ) ]

[ Melt Curve ] [ + Genotyping } [ Presence/Absence ]

Detect single nucleotide polymorphism variants of a target nucleic acid sequence in samples.

Which reagents do you want to use to detect the target sequence?

[ + TagMan® Reagents ] [ Other ]

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect amplification of the target sequence.

Which ramp speed do you want to use in the instrument run?

[ + Standard (~ 2 hours to complete a run) ]

For optimal results with the standard ramp speed, Applied Biosystems recommends using standard reagents for your PCR reactions.

What do you want to include in the instrument run?

Include: Pre-PCR Read Amplification Post-PCR Read

1.2. Plate Setup & &
# 1B T B P& B Assign SNP Assay(s) to the Selected Wells ¥ 354+ 3% & R H ARt i &

Assign SNP Assay(s) to the Selected Wells.

Create New SNP Assay | Add Saved SNP Assay | Edit' ¥

Save SMP Assay |
Assign | SNP Assay Edit SNP A

Save Selected SNP Assay]
Delete SMNP |

[T |SMP Assay 1

-
D Edit SNP Assay [ = ]
Make changes below, then click "OK" fo save your changes fo the library. Click "Reset Fields” fo undo all your changes. *= Required

SNP Assay Name: |r3671 | Color: i Assay ID: |

I Allele 1 Name or Base(s): |G | Color: E Reporter: _ Quencher NFQ MGB
Allele 2 Name or Base(s): |.A | Color: l:] Reporter:m Quencher: NFQ—MGB v

Comments:

; . ;
Reset Fields Cancel

B T B Pk & Assign Sample to the Selected Wells & 4 &4z &
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Assign Sample to the Selected Wells.

Add Mew Sample | Add Saved Sample | Save Sample | Delete Sample

Assign | Sample Calar
1 ||oDNA1 | -
1 ||sample2 | -
[ ||Blood 3 | .

88 T | P % & Select the dye to use as the passive reference # ROX 43 &

Select the dye to use as the passive reference.

I T B % & View Plate Layout F 4% A& 6915 &0 ARIE LR 23N e A J&HE PCR & 5, 96 3L
BALE X E. RE T £ 96 LEmHRFdm A4EEHik P F 2L EI, & SNP Assay name F= Sample
name x5 /)y 75 AE P £ AR L P

> SelectWells With: - Selectltem- = | - Selectitem - ~
| create New SNP Assay | Add Saved P Assay | Edit v | |
Allele 1iallele 2
Assign | SNP Ass.. Reporter Task
- 12 s 4 s [ & [ 7 [ 8 [ 9 ]
‘rsﬁ?‘l |V1G|'FAM |Unkn0wn 'l -
A
Assign Sample to the Selected Wells. 1
B aDNA 1
| ...
| Add New Sample l Add Saved Sample I Save Sample | Delete Sample l c Sample 2
] rs...
Assign  Sample Color D Blood 2
n 0] r=.
[ |[oomat | -
E
(=]} |SampI92 | - —|
13
| | - ||
G
Select the dye to use as the passive reference. H
ROX - .
Wells 3 Unknown [] 0 Negative Control [BJ 0 Positive Control

Well 43 & 24 %7 6,4 SNP Assay name #= Sample name,

Blood 3

[ rse7+
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1.3. Run Method &% &

A5 T B % E Run Method w 4 3442 F B % 642 5 R 42 o

Reaction VVolume Per 10 Well

Holding Stage: 95.0°C 10:00min

Cycling Stage: 95.0°C 00:10min 60.0°C 00:30min (Collect Data) Number of Cycles 40

Post-PCR Read : 60.0°C 01:00min (Collect Data)

Run Method

a Review the reaction volume and the thermal profile for the default run method. If needed, edit the default run method or select a run method from the library.

Graphical VlewT Tabular View 1

Reaction Volume Per Well 10 pL  [C] Expert Mode | |
Add Stage ¥ | Add Step ¥ ‘ ‘ Undo "Set Hold Time" | || Collect Data W |\| Open Run Method | Save Run Method . | Reveri to Defaulis
Include: [] Pre-PCR Read Amplification Post-PCR Read
Holding Stage Cycling Stage 'ost-PCR Read (Holding Stage
Mumber of Cycles: 40
[] Enable AutoDelta
Starting Cycle: 2
100 —| 950 °C 95.0°C
05:00 100%  g0:0
75 —| 3
60.0°C 60.0°C
50— 00% 00:30 ji09% 01:00
25 —|
o
Step 1 Step 1 Step 2 Step 1
. ¢
Legend
Data Collection On . Data Collection OF A AutoDehta On A AutoDelta OF

1.4, Reaction Setup #= Materials List £ % % & -
A2 1BAT
iR X ERRIG, BREmIILELR ERNE BT M N\IE R 96 5LPCR 41, & & START
RUN #4742 5
Expenment: Untitled Type: Genotyping Reagenis: TagMan® Reagenis

RAEFBATHRKY IH, RFETERE, &0 NRA.
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BFEDHT
HF A AN HINER B LE R, FH% 7500 iE47 49 eds $3% A -F A TagMan® Genotyper
Software 2k 4F & AT —F M LA E & T HIHA

https://www.thermofisher.com/cn/zh/home/technical-resources/software-downloads/tagman-genotyper-
software.html

1. Create Study

=
|:§_' Create Study

31 F TagMan® Genotyper Software 2 4F, & % Bl EA R T k. AR ER@XEM
1.1. Properties & &

Study Name: & & AR B 474 5

Instrument Type: 7500 Fast Real-Time PCR System

Experiment Type: Real-time

Study Properties
J\'h—fﬂ;'—.
'Y Study Mame: |Untitled
_5"/-1“1_ Setup v
Instrument Type: 7500 Fast Real-Time PCR System - |
ruperties . - 1
Experiment Type: |Realtime - |
Experiments
Study Contents
Mumber of Experiments in Study: 0
Assays
Mumber of Assays in Study: 0
Mumber of Samples in Study: 0
Samples
Mumber of Reference Samples in Study: 0
BReferences History Summary
) Creation Date: 05/20/2019 13:49:38 CST
Created hv: GLIFST

5/9
g (58) £YRHSERAT oItk : www. fuyuanbio. com HBfE: fuyuanbio@fuyuanbio. com



http://www.fuyuanbio.com/

Fuygapbio

1.2, Experiments % &
4 Experiments % & @ A, &4 Import § A& &4 4749 7500 1247 eds 445
%&f—- - 1mpnrt| mm Delete

_{,/f‘& Setup

Experiment Mame

Properties
Fperiments
Assays
Samples

References

1.3. Assays X &
fE Assays % B %@ % & Edit 3% E Assay #£4HE 8. 459)/2&: Base RFRHA

-
s Import ||[SF Edit|| = _

—ﬁ;—_‘.-
Sy Setup
Assay 1D Assay Name # of Wels  Description Gene Symbol | NCBISNP Reference | Alele 1 Base | Alele 2 Base
Praperties rs671 | | El | | | | |
Edit Assay =

Experiments

W Edit the selected assay.

Samples D: |rs671
Name: Name: G

References L
Description: Base: G Dye: VIC
NCEI SNP Referance:
I e

Context Sequence:

| Name: A
Chromosome:
Base: A Dye: [FAM
Posttion:

[ox ] [ cance
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2. R
EHEA LR REE, S& Analysis #ALRiERE, 34 RLESH %R, Sample ID
Aoy Call gp A R F B &R,

-
i Experiments
e L I Assay Mame Assay 1D # of wels # of Reference.. > ® I Experment Name # Samples ¥ Targets & Tasks
S | [rs671 | g i 1 20190518H .eds 8 1 0
- | < i | »
analysis rs671 Call Rate = 100% NOT Inspected < Reference sapies | Population statistics |
N . - | - = =
[ e ®  view - s -:é_’% h 15| g 2% view - [ Group by - | S Bookmark - =, Tag .| =, Change call -
100 # ] mole I g1 Manual | Qualty VICE  FAM™ | ROX
Guedity Comtrel 1 fample 1[G/ 05| 0.15|  0.400] 328
e o078 2 sample 2 [6/G 095 0.58  0.032) 540
T 3 sample 3 [6/G uos|  0.250 0052 333
00 4 sample 4 a/A 095 0.a44] 0382 335
- 5 sample 5 /A 0es] 0138 0382 346
2 0= 6 Sample 5 [6/A 005  0.36 0383 380
= 7 sample 7 [6/6/' 095  0.230]  0.046] 369
E oo L s N Nc¢ hyd WA 0.003 o.008] 257
7
2 ~—
T g2s
050
075
-1.00
-0 00 08 07 08 05 04 03 02 01 00 01 02 03 04 05 08 OF 0B 02 10
B Alele 1VIC (B)

AL

N TFEZAERAH G546 SNP, SR F@ms 2IATHE. . L= XK. #EKEFAM
AL AR A, GEREALEGR, e R A VICAFLLE LR A,

st F = A A A R 4 5 A 69 SNP, 455) 2 90% A Leg R Ef —KHA, 5 RKFETi 2B
—FRE XK. M ATHoMBEIEN, TiEBNREE, FE2AILKE,
AR IE Ty ik

#HNAnalysis iy, Astitd FEEENG L, HattdE, RELAREME, RBFHFALTFLERA
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Ft.T)%gCrﬁ)io
FErLE
T [ TN e

Fle Edr  Anass Tooks Hep
(o s (12 | B v [ v scrs | @) s

<)
] # Experimant Hama # Samples | # Targets | = Tasks
1 201005184 _eds 5 1 o
rs671 Call Rate = 1009 NOT Inspected [ v [EEmmepmemgy gresrespreg)

S vew - [T @ BT W 19| 2% ven - EMicom oy - | Cgesomare [, 79| I, e ca -
100 & n Sample ID  Cal Manual  Qualty  VIOB FAM™ RO
ors 1 |Sample 1 b H/A|

2 [sample 2o/ v | wa
om ) [Sampie 3 JG7A s | w

2 ol 4 [samoie = _|a/a - A

H 5 [sarvpie 5 [A/a r A

= oo . ) [samwie & [n/A v WA

- 7 [Sarmple 7_Jo/A 2 LT

< 8 [NTC N/A /A
om
o
100

B ar oo o1 oz
Allsle 1 WIC (G)

tegend
NTC (1) ® VIGVIC (0) ® VIC/FAM (3)  Fa)

1o Amp (0) ® undet (0} o Pra (0) I
E W Squares far Controls (1) & Tranglas for R

B R TS, xH TagMan® Genotyper Software ##F, XM AT b+ YeSR AL R, 4R

FRAELEZM T, FT AR RIERT 5.

Save Changes? = |
i h Study "Untitled" contains unsaved changes. Save the changes before closing?
’ Yes ] [ Mo ] [ Cancel

3y FRIAT EM 5K Ia BeAE
B RAT R R, e RUEL A F — /AN SNP AE A, RF & & Experiments J@& X 9 Import

A 75003247 eds 2L 40P T, AR X EREZ T HE L E,
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%&‘—‘ = Irnpl:rrt| mmm Delete

gL \‘k Setup

Experiment Mame

Properties
Assays
Samples

References
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